ABSTRACT.--A phylogenetic analysis of modern pochards (Aythyini) was performed using 99 characters of the skeleton, trachea, natal plumage, and definitive integument. Three shortest trees were found (length = 148; consistency index for informative characters = 0.68) which: (1) placed Marmaronetta as the sister group to other members; (2) defined a basal clade comprising as sister groups Rhodonessa caryophyllacea + Netta rufina and N. peposaca + N. erythrophthalma; and (3) defined as the sister group to the preceding clade all other pochards, in which the three redheads (Aythya valisineria, and the sister species A. ferina and A. americana) are the sister group to the mutually monophyletic white-eyes (A. australis, A. innotata, and the sister species A. nyroca and A. baeri) and scaup (in order of increasingly close relationship, A. novaeseelandiae, A. collaris, A. fuligula, A. marila, and A. affinis). The three shortest trees differed only in the topology among the white-eyes. These nodes, and that supporting the sister relationship between N. peposaca and N. erythrophthalma, were the only nodes not conserved in a majority of bootstrapped replicates; Bremer (decay) indices provided similar assessments of empirical support. Evolutionary trends in body mass, clutch size, preferred nest site, diel activity pattern, and biogeographic patterns are evaluated in the context of this phylogenetic hypothesis. Quantitative comparisons with previously proposed phylogenetic hypotheses, particularly that of Johnsgard, are made using constrained searches based on these data, and a revised classification of the Aythyini is proposed. Received 16 June 1995, accepted 6 September 1995. Specimens.--Skeletons and skin specimens of adults of the 17 species of Aythyini (and outgroups, discussed below) were studied directly for character analysis. Tracheae of adult males were studied as part of skeletal specimens for most species; separately mounted tracheae of a number of species also were studied, mostly at the Wildfowl and Wetlands Trust 
Specimens.--Skeletons and skin specimens of adults of the 17 species of Aythyini (and outgroups, discussed below) were studied directly for character analysis. Tracheae of adult males were studied as part of skeletal specimens for most species; separately mounted tracheae of a number of species also were studied, mostly at the Wildfowl and Wetlands Trust (WWT). The mounted trachea of a male Pink-headed Duck illustrated by Garrod (1875) was examined at the British Museum (Natural History). The trachea of a male Madagascan White-eye was studied in a fluidpreserved specimen at the British Museum (Natural History); a complete skeleton of this species, not listed by Wood and Schnell (1986), was borrowed from the Field Museum of Natural History (FMNH). Specimens of downy young of all species but the extinct Pink-headed Duck (undescribed) were compared; natal specimens of the Madagascan White-eye were available only as fluid-preserved birds. Homologies, states, and basal polarities of characters were confirmed using published descriptions and illustrations domly generated from the matrix. A branch-andbound bootstrapping procedure was employed to generate 100 topological replications. Support for branches within the final tree was summarized by a 50% majority-rule consensus tree of these 100 replicate trees. This application of bootstrapping was used as an index to the empirical support for branches in the shortest tree(s) but, because of the likely interdependence of characters, was not used for strict probabilistic inferences (Felsenstein 1985, Sanderson 1989). The Bremer or "decay" index (Bremer 1988), which equals the number of additional steps required to disrupt a given node, was calculated for each node using converse topological constraints and random addition of taxa to avoid local optima (Swofford 1993); the index for the most-basal node was approximated by including two duplicate ancestral taxa in the constrained analysis. Topological constraints also were used to assess the additional steps required to accomodate previously proposed phylogenetic hypotheses using the present data set.
Phylogenetic classification. between the Rosy-billed Pochard (Netta peposaca) and Southern Pochard (N. erythrophthalma) had only modest support (Fig. 2) . Similar patterns of empirical support were indicated by the Bremer indices for nodes common to the shortest trees (Fig. 3) .
Phylogenetic inferences.--Monophyly of the tribe was supported by four unambiguous synapomorphies--one skeletal, two of the natal plumage, and one of the definitive plumage (Fig. 1) . Members of the tribe exclusive of the (Fig. 1) . The monophyly of the "stem" pochards inferred herein agrees with the grouping of these species (excluding the Pink-headed Duck, considered an aberrant dabbling duck) as "narrow-billed pochards" by Delacour (1959). Placement of the Pink-headed Duck within a clade of "stem" species and as the sister species of the Red-crested Pochard (Fig. 1) , instead of as the sister group to the Aythyini exclusive of Marmaronetta (Johnsgard 1961a, Livezey 1986), also was unexpected. The unique autapomorphies of the Pink-headed Duck, in particular the bright pink coloration of the head, undoubtedly led to its assignment to a monotypic genus. The monophyly of the "typical" pochards confirmed here (Fig. 1) conforms with the grouping of these species as "broad-billed pochards" by Delacour A-D) . Skeletal characters labelled "sl" to "s14," tracheal characters "tl" to "t7," natal characters "nl" to "n9," and those of definitive integument "dl" to "d69." States coded as lowercase letters, and question marks signify undetermined states. a a a c a a a b a a a a a a b a a a a a a a a a a a a b a a a b a b  3 caryophyllacea a a a a b a a a b a b a a a c a ? a a a b b a a a a a a a a a b a a a a b b a a b a a a a a b b a/ a a a a b b a a b a a a a a b b a c 
